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A. Professional Preparation

Degree Year University Major

B.S. 1984 University of Texas, El Paso Chemistry

Ph.D. 1990 Purdue University Theoretical Organic Chemistry
Postdoc  1990-94 University of Houston Biophysical Chemistry

B. Appointments

2005-present  Biochemistry Division Leader, Biology and Biochemistry, University of Houston
2004-present  Associate Professor (tenured), Biology and Biochemistry, University of Houston
2003-present  Director, Chemical Biology Interdisciplinary Program, Bio. and Biochem., UH
1998-2004  Assistant Professor, Biology and Biochemistry, University of Houston
1994-1998  Asst. Adjunct Professor, Dept. of Pharmacology, Univ. of California, San Diego

C.

1.

D
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Synergistic Activities

2006-present  NIH Molecular Structure and Function D (MSFD) grant review panel
2003-present  Director, Chemical Biology Interdisciplinary Graduate Program
2003-present  Texas Southern Univ. NASA Research Center, research collaborator, mentor to

minority summer undergraduate students
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